Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.053; wR factor = 0.169; data-to-parameter ratio = 18.5.
Related literature
For the synthesis of Schiff bases derived from 1-phenyl-3methyl-4-benzoyl-5-pyrazolone and the DNA binding properties of their transition metal complexes, see: Wang & Yang (2005) . For the structure of (E,E)-3,3 0 -dimethyl-1,1 0 -diphenyl-4,4 0 -{[3-azapentane-1,5-diylbis(azanediyl)]-bis(phenylmethylidyne)}di-1H-pyrazol-5(4H)-one, see: Zhang et al. (2010) .
Experimental
Crystal data Monoclinic, P2 1 =n a = 7.1800 (4) Å b = 11.0562 (7) Å c = 27.3932 (16) Å = 95.138 (4) V = 2165.8 (2) Å 3 Z = 4 Mo K radiation = 0.08 mm À1 T = 296 K 0.19 Â 0.18 Â 0.15 mm
Data collection
Bruker APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2007) T min = 0.985, T max = 0.988 19323 measured reflections 5168 independent reflections 3047 reflections with I > 2(I) R int = 0.037 Refinement R[F 2 > 2(F 2 )] = 0.053 wR(F 2 ) = 0.169 S = 1.02 5168 reflections 280 parameters H-atom parameters constrained Á max = 0.18 e Å À3 Á min = À0.22 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2007); cell refinement: SAINT (Bruker, 2007); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL. supplementary materials Acta Cryst. (2012) . E68, o2132 [doi:10.1107/S1600536812026840]
3-Methyl-1-phenyl-4-[(Z)-phenyl(4-acetamidoanilino)methylidene]-1H-

pyrazol-5(4H)-one
Li-Hua Zhi and Yuan Wang Comment
For our interest in coordination chemistry of the Schiff bases derived from 1-phenyl-3-methyl-4-benzoyl-5-pyrazolone (PMBP) (Wang & Yang, 2005; Zhang et al., 2010) , the crystal structure of the title compound was determined by X-ray diffraction analysis. Experimental 1-Phenyl-3-methyl-4-benzoyl-5-pyrazolone (1.1 g, 4 mmol) was dissolved in EtOH (50 ml), and ethanolic solution (10 ml) containing N-(4-aminophenyl)acetylamide (0.6 g, 4 mmol) was added dropwise. The reaction mixture was refluxed on a water bath for 3 h, then cooled to room temperature. Yellow block crystals were obtained by slow evaporation of the reaction mixture.
Refinement
All H atoms were placed in calculated positions, with the carrier atom-H distances = 0.93 Å for aryl, 0.96 Å for methyl and 0.86 Å for the secondary amine H atoms, and refined as riding, with the U iso (H) = 1.5U eq (C) for methyl groups and 1.2U eq (C,N) for others. The molecular structure of the title compound shown with 30% probability displacement ellipsoids. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Computing details
3-Methyl-1-phenyl-4-[(Z)-phenyl(4-acetamidoanilino)methylidene]-1H-pyrazol-5(4H)-one
R int = 0.037 θ max = 27.9°, θ min = 1.5°h = −9→9 k = −14→12 l = −36→31 Refinement Refinement on F 2 Least-squares matrix: full R[F 2 > 2σ(F 2 )] = 0.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 1.1453 (4) 0.8096 (3) 0.15116 (9) 0.0775 (7) (7) −0.0061 (7) N4 0.0578 (10) 0.0577 (11) 0.0386 (8) −0.0110 (9) 0.0070 (7) 0.0064 (7) Geometric parameters (Å, º) 
